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Background

Incidence of HCV in men who have sex with men:

1.8 systematic review and meta-analysis .
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AImsS
» Characterise risk behaviours in HIV- and HIV+ MSM with acute HCV

» Determine patterns of HCV transmission amongst HIV- and HIV+ MSM
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Methods
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Methods
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Results

Characteristics of HIV- and HIV+ MSM with acute HCV

HIV- n=16 HIV+ n=24 All N=40 P value
n % orlQR n % orlQR N % or IQR
Clinico-demographics
mmmm) (\edian age, years 34 29-43 44 36-50 39 33-49 0.021*
UK-born 9 56.3 18 75.0 27 67.5 0.215
mm=) ||_ondon recruit 16 100 17 70.8 33 82.5 0.030*
mmmm) | Jaundice 2 12.5 2 8.3 4 10.0 0.667
mmmm) PrEP use in last 12 months 13 81.3 - - 13 32.5 -
HIV VL not detected on cART - - 22 91.7 22 55.0 -
mmm) (ST| at HCV diagnosis 5 313 7 29.2 12 30.0 0.888
HCV results
mmmm) | Anti-HCV negative 1 6.3 3 12.5 4 10.0 0.638
Median HCV RNA, log IlU/mL 3.7 3.2-5.7 5.1 4.3-6.3 4.8 3.4-6.2 0.279
HCV genotype’
1a 13 81.3 14 58.3 27 67.5 0177
) 4 1 6.3 9 37.5 10 25.0 0.032*
mmmm) |Prior HCV episode(s) 4 25.0 5 20.8 9 22.5 1.000
mmmm) |IDU acquisition 6 37.5 8 33.3 14 35.0 0.787
m—) Spontaneous clearance 2 12.5 4 16.7 6 15.0 1.000

.Genotype distribution: 1a (n=27), 3a (n=3), 4d (n=9), 4 no subtype (n=1)
*<0.05 by chi-squared, Fishers exact or Mann Whitney U test
DAAs direct acting antivirals, IDU injection drug use, STI sexually-transmitted infection, SVR12 sustained virologic response at 12 weeks
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Risk behaviours amongst HIV- and HIV+ MSM with acute HCV

HIV- n=16 HIV+ n=24 All N=40 P value
n %orlQR |n % orlQR |N % or IQR
Drug use
IDU ever 7 43.8 11 45.8 18 45.0 0.897
Ever injected by another person 5 31.3 8 33.3 13 32.5 0.890
IDU in last 12 months 6 37.5 8 33.3 14 35.0 0.787
r'ﬁ:\g[:gﬁg{:ﬂfnde 7 100 10 90.9 17 94.4 1.000
Permucosal drugs in last 12 months 15 93.8 19 79.2 34 85.0 0.373
Sexual history in last 12 months
» Median no. sex partners 36 16-50 16 4-16 16 8-39 0.025%
Sex in a group environment 14 87.5 17 70.8 31 79.5 0.272
Fisting 12 75.0 13 54.2 25 62.5 0.318
Condomless anal sex 16 100 21 87.5 37 92.5 0.262

*<0.05 by chi-squared, Fishers exact or Mann Whitney U test
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HIV and HCV status reported for ‘all, most or some’ sexual partners by study participants

HIV- n=16 (%) HIV+ n=24 (%) All N=40 (%) P value
» Partner HIV+ 13 (81.3) 20 (83.3) 33 (82.5) 1.000
' Partner HCV+ 4 (25.0) 3(12.5) 7 (17.5) 0.407
Partner HIV- 11 (68.8) 14 (58.3) 25 (62.5) 0.505
Partner HCV- 13 (81.3) 21 (87.5) 34 (85.0) 0.668
Unsure of partner HIV status 11 (68.8) 13 (54.2) 24 (60.0) 0.240
Unsure of partner HCV status 11 (68.8) 12 (50.0) 23 (57.5) 0.356
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Conclusions

» Forty percent of MSM with acute HCV were HIV-, mostly PrEP-users.

» High levels of condomless anal sex and chemsex seen overall.

» HIV- MSM were younger and had more sexual partners than HIV+ MSM.

» Most MSM thought partners may be HIV+ but few thought they may be HCV+.

» Clusters including both HIV- and HIV+ men suggest shared transmission networks.
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